induction, the vegetative meristem exhibits morphological changes in which the SAM is transformed into an inflorescence meristem. This process has been referred to as floral evocation. The inflorescence meristem produces floral meristems that initiate floral organs. Figure 1A ). We opment. These double mutants are completely unable identified a paralogous protein, encoded by At2g27990, to flower even though the SAM displays morphological having potential redundant or shared functions with PNY and molecular changes that are consistent with having ( Figure 1A ). We refer to this paralogous gene of PNY as 
was isolated, RT-PCR was performed by using gene specific primers to SHOOTMERISTEMLESS (STM), SUPPRESSOR OF CONSTANS (SOC), FRUITFULL (FUL), LEAFY (LFY), APETALA1 (AP1), and ACTIN8 (ACT8): wild-type (lane 1), pny (lane 2) pny/pny; PNF/pnf (lane 3), and pnf pny double mutant (lane 4). After 20
cycles of PCR, the DNA products were transferred to nitrocellulose and probed with the appropriate 32 P-labeled gene by using standard procedures [26] . In order to visualize the vegetative meristem, wild-type and pnf pny plants were grown for 3 weeks in short days prior to fixation. Fifteen days after floral induction, wild-type and pnf pny plants were fixed and sectioned as described Figure 3E ). Overall, it was clear that the pnf pny SAM underwent a morphologigrown in short days for 3 weeks, the structure of the wild-type vegetative meristem was small and slightly cal change in response to floral induction but never fully In wild-type inflorescence meristems, STM was ex-(reviewed by [21] ). The SAM is maintained by two inter-
